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and c.ontinuously enrolled for at least the first This analysis of-children identified as D/HH indicates a
year in an employer-sponsored health plan.

0 . frequency of genetic testing among children identified as
» D/HH defined based on the presence of three 13.0% of children D/HH that is elevated relative to other children but low
or more claims on separate dates with an ICD-9 who are D/HH relative to JCIH guidelines. These findings suggest a need
or ICD-10 diagnosis code for hearing loss. . . to increase genetic testing among children who are
» ldentified claims associated with any type of received genetlc D/HH.

cytogenetic or molecular genetic testing (e.g., testing vs 0.8% who
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The data presented here are provisional and have not
tests for DNA variants in genes known to be are not D/HH been published.
specific to hearing loss).
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